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3 <110> APPLICANT: University of Virginia Patent Foundation 

4 Lannigan-Macara, Deborah A. 

5 Henrich, Lorin M. 

6 Smith, Jeffrey A. 

8 <120> TITLE OF INVENTION: ERK7 and ERK8 , Novel Diagnostic Markers for Cancer 
10 <130> FILE REFERENCE: 00910-05 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/560,470 
C--> 12 <141> CURRENT FILING DATE: 2005-12-14 

12 <150> PRIOR APPLICATION NUMBER: US 60478,992 

13 <151> PRIOR FILING DATE: 2003-06-17 

15 <150> PRIOR APPLICATION NUMBER: PCT/US2004/019181 

16 <151> PRIOR FILING DATE: 2004-06-17 
18 <160> NUMBER OF SEQ ID NOS : 6 

20 <170> SOFTWARE: Patent In version 3.1 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 484 

24 <212> TYPE: PRT 

25 <213> ORGANISM: Homo sapiens 
27 <400> SEQUENCE: 1 
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77 Val Leu His Gin Leu Gly Ser Arg Pro Arg Gin Thr Leu Asp Ala Leu 

78 195 200 205 

81 Leu Pro Pro Asp Thr Ser Pro Glu Ala Leu Asp Leu Leu Arg Arg Leu 

82 210 215 220 

85 Leu Val Phe Ala Pro Asp Lys Arg Leu Ser Ala Thr Gin Ala Leu Gin 

86 225 230 235 240 

89 His Pro Tyr Val Gin Arg Phe His Cys Pro Ser Asp Glu Trp Ala Arg 

90 245 250 255 

93 Glu Ala Asp Val Arg Pro Arg Ala His Glu Gly Val Gin Leu Ser Val 
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153 <210> SEQ ID NO: 2 

154 <211> LENGTH: 547 

155 <212> TYPE: PRT 

156 <213> ORGANISM: Rattus norvegicus 
158 <400> SEQUENCE: 2 

160 Met Cys Ala Ala Glu Val Asp Arg His Val Ser Gin Arg Tyr Leu He 

161 15 10 15 

164 Lys Arg Arg Leu Gly Lys Gly Ala Tyr Gly He Val Trp Lys Ala Met 
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168 Asp Arg Arg Thr Gly Glu Val Val Ala He Lys Lys He Phe Asp Ala 

169 35 40 45 

172 Phe Arg Asp Gin Thr Asp Ala Gin Arg Thr Phe Arg Glu He Met Leu 
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